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Claim 1 3 A method of identifying a nucleic acid which encodes upon 
expression an expansin protein comprising: 

obtaining an oligonucleotide of about 4 to about 30 contiguous bases derived from 
SEQ ID NO: 1; 

5 using said oligonucleotide under high stringency conditions corresponding to 6X 
SSC, 50% formamide and 42° C, and washing at 0.2 X SSC at 65° C to 
identity nucleic acids that hybridizes under stringent conditions to SEQ ID 
NO:l and wherein said polynucleotide encodes a protein suspected of 
having expansin activity; and thereafter, 
10 assaying said polynucleotide for expansin activity. 

Claim 14 The method of claim 13, wherein said oligonucleotide is a PCR 
primer. 

15 Claim 15 The method of claim 13, wherein said oligonucleotide is a 
hybridization probe. 

Claim 16 A method of identifying a nucleotide sequence which encodes upon 
expression an expansin protein comprising: 
20 obtaining an oligonucleotide fragment of about 4 to about 30 contiguous bases 
which encode contiguous amino acids from SEQ ID NOS:2-6; 
using said fragments under high stringency conditions corresponding to 6X SSC, 
50% formamide and 42° C, and washing at 0.2 X SSC at 65° C to identify 
target polypeptide sequences; and thereafter, 
25 assaying said target sequence for expansin activity. 

Claim 17 A polypeptide sequence identified by the method of claim 16. 
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